UnlGene 




ORGANISED VIEW OF THE TRANSCRIPTQME 



PubMed 


Nucleotide Protein 


Genome 


Structure 


Popset 


Search | UniGene 


; m r 




H. 


S*i| 


Limits 


Preview/Index 


History 


Clipboard 


Details 



UniGene Cluster Cfa .3486 Canis familiaris 
NCBI X lnterleukin-5 (IL5) 
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SELECTED PROTEIN SIMILARITIES 



organism, protein and percent identity and length of aligned region 
H. sapiens : sp;P051 13 - IL5_HUMAN lnterleukin-5 precursor 

M. musculus : sp:P044Q1 - IL5_MOUSE lnterleukin-5 precursor 



R. norvegicus : 



pir:A48418 - A48418 interleukin-5 precursor - rat 



64.93 % / 134 aa 
(see ProtEST ) 
56.82%/ 132 aa 
(see ProtEST ) 
54.89%/ 133 aa 
(see ProtEST ) 



EXPRESSION INFORMATION 



no information at this time : 



External Expression Information 



Links to external sources not maintained by UniGene 

GEO profiles Gene expression profiles in the NCBI Gene Expression Omnibus database 



SEQUENCE INFORMATION 



mRNA sequences (2) 

AF331919 .1. Canis familiaris interleukin-5 mRNA, complete cds 

AF0 91 133,1 Canis familiaris interleukin-5 mRNA, partial cds 



Key to Symbols 

P Has similarity to known Proteins (after translation) 
A Contains a poly-Adenylation signal 
M Clone is putatively CDS-complete by MGC criteria 



DOWNLOAD SEQUENCES 



There will be a pause of up to one minute before your computer receives any data. The default filename 
will be "download" If your operating system responds to filename suffixes, remember to choose a suffix 
compatible with plain text or fasta formats. 



JUnix j Download sequences | 



switch to text mode 



NLM I NIH | UniGene | Privacy Statement | Disclaimer | NCBI Help 







Search Nucleotide 



ZQUCtmAI g|£ ACTTO^fCCTAO^Al CGOATCCCCGQOa (j^gr ATT ATATACC TC 0 AT C 5 .41 Cl 

3§jP» > x \ * A I AC ALA*!, • -ACCAj ^Sr s .C yCTA 




IH for|canine IL-5 

Limits 



Preview/Index 



About Entrez 



j Display | Summary ' ' . ? v' 



History 

M Show: (111 



Clipboard 



Send to ITexT 



Entrez Nucleotide 
Help | FAQ 

Entrez Tools 

Check sequence revision 
history 

LinkOut 



Related resources 
BLAST 
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Items 1 - 3 of 3 

IS 1: AF331920 

Canis familiaris interleukin-5 gene, complete cds 
gi| 1 59 1 91 82|gb| AF33 1 920. 1 1 AF33 1 920(15919182] 

11 2: AF331919 

Canis familiaris interleukin-5 mRNA, complete cds 
gi| 1 59 1 9 1 80|gb| AF33 1 9 1 9. 1 1 AF33 1 9 1 9[ 1 59 1 9 1 80] 

1“ 3: AF091 133 

Canis familiaris interleukin-5 mRNA, partial cds 
gi|5690203|gb|AF091 1 33. 1|AF091 133 [5690203] 



Submit to GenBank 
Search for full length cDNAs 
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